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Sequence aligned to Coordinate Type

GU937742.2 8274 insertion of G in non-coding region (likely homopolymer)
GU937742.2 59592 SNP A to C causes L to W in UL45
GU937742.2 89517 SNP G to C synonymous mutation G to G
GU937742.2 94188 SNP T to C synonymous mutation P to P
GU937742.2 94227 SNP T to G synonymous mutation A to A
GU937742.2 164390 SNP A to G synonymous mutation S to S
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